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The analysis of the autosomal STR mutation in papillary thyroid cancer
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Abstract: Objective To explore the types and rule of autosomal STR mutation in papillary thyroid cancer tumor
and to provide theoretical basis for the forensic origin identification of tumor tissue. Methods 41 surgically removed pa—
pillary thyroid cancer ( PTC) specimens were collected from affiliated hospital of Jining M edical University during Janu—
ary to August in 2011. M aking frozen sections and using laser capture microdissection to separate PTC tumor cells from
normal stromal cells of adjacent normal tissues DN A which was extracted from those cells was amplified using Goldeneye
20A amplification system and Huaxia Platinum amplification system. Electrophoresis of PCR products were carried out on
ABI 3500 Genetic Analyzer. To obtain STR genotype of tumor cells and normal stromal cells the data was analyzed by
GeneM apper ID X software. Record the locus and type of STR mutation. Results STR alterations were detected in 15
specimens from 41 PTC specimens ( totaling 22 times) . We observed four types of variation between tumor cells and
normal stromal cells: occurrence of an additional allele( 1 time) occurrence of a new allele instead of that found in nor—
mal tissue( 7 times) complete loss of one allele (LOH 3 times) and partial loss of one allele ( pLOH 11 times) . No
STR mutation was found in vWA D16S539 D8S1179 D21S11 D5S818 D13S317 D10S1248 and D1S1656. Conclu—
sion STR mutation was found in PTC. Great care should be taken in the evaluation of the DN A typing results obtained

from malignant tissues of PTC. The study finds 8 autosomal STRs without STR mutation which can be used as alterna—
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tive loci in individual identification of PTC and guide further study in a large sample.

Keywords: Papillary thyroid cancer ( PTC) ; Short tandem repeat ( STR) ; Laser capture microdissection; Genetic

mutation
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